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AgeI ACCGGT 730, 1559
ApaI GGGCCC 833, 989, 1465
ApaLI GTGCAC 869, 2951
AscI GGCGCGCC 851
AvaI CYCGRG 1190, 2006, 2132
BamHI GGATCC 794, 2231, 2260
BstBI TTCGAA 745, 1403
DraII RGGNCCY 832, 1396, 1464, 1465, 1488, 1616
DraIII CACNNNGTG 174, 4788
EagI CGGCCG 888, 1092, 1304
Ecl136II GAGCTC 1443
EcoRI GAATTC 679, 1803
HindIII AAGCTT 1848, 2237
NcoI CCATGG 684, 1164, 1260, 1765
NotI GCGGCCGC 887
NsiI ATGCAT 1578, 4149, 4415
PaeR7I CTCGAG 2132
PspOMI GGGCCC 833, 989, 1465
PstI CTGCAG 1983
PvuI CGATCG 520, 765, 4264
PvuII CAGCTG 550, 2459
SacI GAGCTC 1443
SacII CCGCGG 900
SmaI CCCGGG 1190
SphI GCATGC 1580
TliI CTCGAG 2132
TspMI CCCGGG 1190
XhoI CTCGAG 2132
XmaI CCCGGG 1190

No Cuts
Acc65I, Asp718I, AvrII, BglII, BmgBI, BspDI, ClaI, EcoRV, HpaI, KpnI, MluI, NdeI, NheI, PacI,
SalI, SnaBI, SpeI, XbaI

All restriction enzymes examined are reported.

Restriction Enzyme Map
Name Sequence Recognition Sites                 (* indictates methylation sensitive location)
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Sequence Detail
00001  CCCCCCCCCC CATGACATTA ACCTATAAAA ATAGGCGTAT CACGAGGCCA GCTTGGGAAA CCATAAGACC GAGATAGAGT 
00081  TGAGTGTTGT TCCAGTTTGG AACAAGAGTC CACTATTAAA GAACGTGGAC TCCAACGTCA AAGGGCGAAA AACCGTCTAT 
00161  CAGGGCGATG GCCCACTACG TGAACCATCA CCCAAATCAA GTTTTTTGGG GTCGAGGTGC CGTAAAGCAC TAAATCGGAA 
00241  CCCTAAAGGG AGCCCCCGAT TTAGAGCTTG ACGGGGAAAG CCGGCGAACG TGGCGAGAAA GGAAGGGAAG AAAGCGAAAG 
00321  GAGCGGGCGC TAAGGCGCTG GCAAGTGTAG CGGTCACGCT GCGCGTAACC ACCACACCCG CCGCGCTTAA TGCGCCGCTA 
00401  CAGGGCGCGT ACTATGGTTG CTTTGACGTA TGCGGTGTGA AATACCGCAC AGATGCGTAA GGAGAAAATA CCGCATCAGG 
00481  CGCCATTCGC CATTCAGGCT GCGCAACTGT TGGGAAGGGC GATCGGTGCG GGCCTCTTCG CTATTACGCC AGCTGGCGAA 
00561  AGGGGGATGT GCTGCAAGGC GATTAAGTTG GGTAACGCCA GGGTTTTCCC AGTCACGACG TTGTAAAACG ACGGCCAGTG 
00641  AATTGATCGA GATCGTGATC CGGATCAAGA TCCAGATCGA ATTCCATGGT CTCAACTTTC ACAGGCTGTC GCCGTGCTCA 
00721  TTTGATTGAA CCGGTCAGCT ACGGTTCGAA TGCGTCAGCG TCAGCGATCG ACACTGCTCG ATCCGCTCGC ACCGGATCCA 
00801  TGTACCAGAC CCTCGCCGCC CTGTCCAGCC AGGGGCCCGC CGCTTACGAC GGCGCGCCCG GCGGCTTCGT GCACTCCGCA 
00881  GCGGCGGCGG CCGCTGCCGC CGCGGCAGCC AGCTCCCCGG TCTACGTGCC CACCACGCGC GTGGGCTCCA TGCTGTCCGG 
00961  CCTGCCCTAC CTTCAAGGGG CGGGCAGCGG GCCCAGCAAT CACGCGGGCG GAGCGGGTGC CCACCCAGGC TGGTCCCAGG 
01041  CCTCCGCCGA CAGCCCCCCG TATGGCGGGG GTGGCGCAGC CGGCGGCGGC GCGGCCGGAC CTGGAGGTGC GGGATCGGCT 
01121  ACGGCCCACG CCTCTGCACG CTTTCCCTAC TCGCCCAGCC CGCCCATGGC CAACGGCGCC GCGCGAGACC CCGGGGGCTA 
01201  CGTGGCTGCG GGCGGCACGG GCGCAGGCAG TGTGAGTGGA GGTGGCGGCA GCCTGGCGGC CATGGGTGGC CGGGAGCACC 
01281  AGTACAGCTC GCTGTCCGCA GCTCGGCCGC TGAACGGAAC GTACCACCAC CACCATCACC ATCACCCGAC CTACTCGCCC 
01361  TACATGGCCG CACCGCTGAC TCCTGCCTGG CCAGCAGGAC CCTTCGAAAC GCCGGTGCTC CACAGCTTAC AGGGCCGCGC 
01441  GGGAGCTCCA CTCCCGGTGC CACGGGGCCC CAGCACAGAC CTGTTGGAGG ACCTGTCGGA GAGCCGCGAG TGCGTGAACT 
01521  GCGGCTCCAT CCAGACGCCA CTGTGGAGAC GAGACGGCAC CGGTCATTAC CTGTGCAATG CATGCGGTCT CTACAGCAAG 
01601  ATGAATGGCC TCAGCAGGCC CCTCATCAAG CCACAGAAGC GCGTGCCTTC ATCACGGCGG CTTGGACTGT CCTGTGCCAA 
01681  CTGTCACACC ACAACCACTA CCTTATGGCG TAGAAATGCT GAGGGTGAGC CTGTGTGCAA TGCTTGCGGG CTCTATATGA 
01761  AACTCCATGG GGTGCCTCGA CCACTTGCTA TGAAAAAAGA AGGAATTCAA ACCAGGAAAC GAAAACCTAA AAATATAAAT 
01841  AAGTCAAAAG CTTGCTCCGG TAACAGCAGT GGCTCTGTCC CTATGACTCC TACTTCCTCT TCTTCTAATT CAGATGACTG 
01921  CACCAAAAAT ACTTCTCCTT CTACACAAGC GACCACCTCA GGGGTAGGGG CATCAGTGAT GTCTGCAGTG GGAGAAAACG 
02001  CCAACCCCGA GAACAGTGAC CTCAAGTATT CAGGTCAAGA CGGCCTCTAC ATAGGTGTCA GTCTGTCCTC CCCTGCCGAA 
02081  GTCACATCCT CCGTGCGACA GGATTCTTGG TGTGCTCTGG CCCTGGCCTG ACTCGAGGGA TCGACGAGAG CAGCGCGACT 
02161  GGATCGGCAG CTACGGTAAG CTAAGGTCGT CAGCATCAGA AGGGATCTTG CTGCCGCCCG AAAGGAGATA GGATCCAAGC 
02241  TTGATCCAGA TCCCGATCTG GATCCAGATC CGGATCGCAG CTTGGCGTAA TCATGGTCAT AGCTGTTTCC TGTGTGAAAT 
02321  TGTTATCCGC TCACAATTCC ACACAACATA CGAGCCGGAA GCATAAAGTG TAAAGCCTGG GGTGCCTAAT GAGTGAGCTA 
02401  ACTCACATTA ATTGCGTTGC GCTCACTGCC CGCTTTCCAG TCGGGAAACC TGTCGTGCCA GCTGCATTAA TGAATCGGCC 
02481  AACGCGCGGG GAGAGGCGGT TTGCGTATTG GGCGCTCTTC CGCTTCCTCG CTCACTGACT CGCTGCGCTC GGTCGTTCGG 
02561  CTGCGGCGAG CGGTATCAGC TCACTCAAAG GCGGTAATAC GGTTATCCAC AGAATCAGGG GATAACGCAG GAAAGAACAT 
02641  GTGAGCAAAA GGCCAGCAAA AGGCCAGGAA CCGTAAAAAG GCCGCGTTGC TGGCGTTTTT CCATAGGCTC CGCCCCCCTG 
02721  ACGAGCATCA CAAAAATCGA CGCTCAAGTC AGAGGTGGCG AAACCCGACA GGACTATAAA GATACCAGGC GTTTCCCCCT 
02801  GGAAGCTCCC TCGTGCGCTC TCCTGTTCCG ACCCTGCCGC TTACCGGATA CCTGTCCGCC TTTCTCCCTT CGGGAAGCGT 
02881  GGCGCTTTCT CATAGCTCAC GCTGTAGGTA TCTCAGTTCG GTGTAGGTCG TTCGCTCCAA GCTGGGCTGT GTGCACGAAC 
02961  CCCCCGTTCA GCCCGACCGC TGCGCCTTAT CCGGTAACTA TCGTCTTGAG TCCAACCCGG TAAGACACGA CTTATCGCCA 
03041  CTGGCAGCAG CCACTGGTAA CAGGATTAGC AGAGCGAGGT ATGTAGGCGG TGCTACAGAG TTCTTGAAGT GGTGGCCTAA 
03121  CTACGGCTAC ACTAGAAGAA CAGTATTTGG TATCTGCGCT CTGCTGAAGC CAGTTACCTT CGGAAAAAGA GTTGGTAGCT 
03201  CTTGATCCGG CAAACAAACC ACCGCTGGTA GCGGTGGTTT TTTTGTTTGC AAGCAGCAGA TTACGCGCAG AAAAAAAGGA 
03281  TCTCAAGAAG ATCCTTTGAT CTTTTCTACG GGGTCTGACG CTCAGTGGAA CGAAAACTCA CGTTAAGGGA TTTTGGTCAT 
03361  GAGATTATCA AAAAGGATCT TCACCTAGAT CCTTTTAAAT TAAAAATGAA GTTTTAAATC AATCTAAAGT ATATATGAGT 
03441  AAACTTGGTC TGACAGTTAC CAATGCTTAA TCAGTGAGGC ACCTATCTCA GCGATCTGTC TATTTCGTTC ATCCATAGTT 
03521  GCCTGACTCC CCGTCGTGTA GATAACTACG ATACGGGAGG GCTTACCATC TGGCCCCAGT GCTGCAATGA TACCGCAGCT 
03601  TGGGAAACCA TAAGAGCTGA AGCCAGTTAC CTTCGGAAAA AGAGTTGGTA GCTCTTGATC CGGCAAACAA ACCACCGCTG 
03681  GTAGCGGTGG TTTTTTTGTT TGCAAGCAGC AGATTACGCG CAGAAAAAAA GGATCTCAAG AAGATCCTTT GATCTTTTCT 
03761  ACGGGGTCTG ACGCTCAGTG GAACGAAAAC TCACGTTAAG GGATTTTGGT CATGAGCTTG CGCCGTCCCG TCAAGTCAGC 
03841  GTAATGCTCT GCCAGTGTTA CAACCAATTA ACCAATTCTG ATTAGAAAAA CTCATCGAGC ATCAAATGAA ACTGCAATTT 
03921  ATTCACATCA GGATTATCAA TACCATATTT TTGAAAAAGC CGTTTCTGTA ATGAAGGAGA AAACTCACCG AGGCAGTTCC 
04001  ATAGGATGGC AAGATCCTGG TATCGGTCTG CGATTCCGAC TCGTCCAACA TCAATACAAC CTATTAATTT CCCCTCGTCA 
04081  AAAATAAGGT TATCAAGTGA GAAATCACCA TGAGTGACGA CTGAATCCGG TGAGAATGGC AAAAGTTTAT GCATTTCTTT 
04161  CCAGACTTGT TCAACAGGCC AGCCATTACG CTCGTCATCA AAATCACTCG CATCAACCAA ACCGTTATTC ATTCGTGATT 
04241  GCGCCTGAGC AAGACGAAAT ACGCGATCGC TGTTAAAAGG ACAATTACAA ACAGGAATCG AATGCAACCG GCGCAGGAAC 
04321  ACTGCCAGCG CATCAACAAT ATTTTCACCT GAATCAGGAT ATTCTTCTAA TACCTGGAAT GCTGTTTTTC CGGGGATCGC 
04401  AGTGGTGAGT AACCATGCAT CATCAGGAGT ACGGATAAAA TGCTTGATGG TCGGAAGAGG CATAAATTCC GTCAGCCAGT 
04481  TTAGTCTGAC CATCTCATCT GTAACATCAT TGGCAACGCT ACCTTTGCCA TGTTTCAGAA ACAACTCTGG CGCATCGGGC 
04561  TTCCCATACA AGCGATAGAT TGTCGCACCT GATTGCCCGA CATTATCGCG AGCCCATTTA TACCCATATA AATCAGCATC 
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04641  CATGTTGGAA TTTAATCGCG GCCTCGACGT TTCCCGTTGA ATATGGCTCA TAACACCCCT TGTATTACTG TTTATGTAAG 
04721  CAGACAGTTT TATTGTTCAT GATGATATAT TTTTATCTTG TGCAATGTAA CATCAGAGAT TTTGAGACAC AACGTGGCTT 
04801  TCC

Only the synthesized DNA fragment (in blue) has been sequence verified and IDT does not guarantee the
correctness of the vector sequence.
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Use Restrictions.  Research Purposes Only:   IDT's synthetic gene products (“IDT Gene 
Products”) are manufactured and sold for the customer's research purposes only.  Except 
pursuant to a separate, written agreement with IDT, IDT Gene Products are not sold (and have 
not been approved) for use in any clinical, diagnostic, or therapeutic applications.  Obtaining 
any license(s) or other approvals necessary to use IDT Gene Products in proprietary 
applications or in any non-research (e.g., clinical) applications is the customer's exclusive
responsibility.  IDT will not be responsible or liable for any losses, costs, expenses, or other 
forms of liability arising out of the unauthorized or unlicensed use of IDT Gene Products.  
Purchasers of IDT Gene Products shall indemnify and hold IDT harmless for any and all damages 
and/or liability, however characterized, related to the unauthorized or unlicensed use of IDT 
Gene Products.  Under no circumstances shall IDT be liable for any consequential damages 
resulting from any use (approved or otherwise) of IDT Gene Products.  No Resale:  The sale, 
resale, or repackaging or package relabeling for resale, of IDT Gene Products by any person 
other than IDT is strictly prohibited without the express, written consent of IDT.  All orders 
accepted by IDT, and all sales of IDT Gene Products, are made subject to the forgoing use 
restrictions and the customer’s indemnification of IDT.

General Warranty.  IDT Gene Products are guaranteed to meet our specifications for identity 
and yield.  If our product fails to meet such specifications, IDT will promptly replace the 
product.  No other warranties:  All other warranties are hereby expressly disclaimed, including 
but not limited to, the implied warranties of merchantability and fitness for a particular 
purpose, and any warranty that the products, or the use of products, manufactured by IDT will 
not infringe the patents of one or more third-parties.  All orders received by IDT, and all sales of 
IDT products, are made subject to the forgoing disclaimers of warranties.
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